. Secondary structure content of hnRNPDL isoform 2 and disease-causing mutations aggregates. Related to Figure 6 and Figure S6 .
Position and relative area of spectral components in the amide I region of the FTIR absorbance spectrum for the aggregated hnRNPDL isoform 2 and the disease-causing mutations D259N and D259H (DL2N and DL2H). Table S3 . List of the primers used in this study. Related to STAR Methods.
Bacteria primers
The source of all the primers is from this study and there is no identifier.
